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Phenotype Model
• Coded individual phenotype data

– Raw variables
– Derived variables

• Study documents
– Coded in XML format
– Rendered as HTML and PDF
– Parts of documents linked to variables to provide 

context to variables
– Document text indexed in Entrez search engine

• Data Dictionary
– Description of variable
– Link between variable and document parts



Browse Studies

Sort

List of variables of this 
study and all substudies

List of documents
Expand/collapse

substudies

*



Browse by Disease

Expand/collapse disease terms 
from MeSH vocabulary. A study 
can be listed under multiple diseases. 

*



Advanced Search

NOTE: multiple search fields are combined using the logical ‘AND’; this may explain a lack of expected results

Add any number of search fields

Narrow search field

*



Search Results - Studies

*

Summary of results

Applies to study, not to results



Search Results -
Measured Variables

*
variable name

study containing variable



Study Report

Limits search to within this study

Link to variable report

Unique stable study identifier
Version of study that should always be referenced along with study ID



Study Report (continued)

Links back to submitter site

Text or link

Links to documents associated with the study

Link to association analyses performed 
on variables from this study



Study Report (continued)

Publications describing this study 
with links to PubMed



Study Report (continued)

Controlled vocabulary disease
terms with links to MeSH

Attribution to PIs involved in the study



Study Report (continued)

Description of requirements to use 
the individual-level data

Link to Data Access Committee that can grant download
access to individual-level data from this study



Variable Report

Documents with sections that 
are associated with this variable, 
such as the protocol describing how 
a variable was measured

Unique stable variable identifier
Version of variable that should always be referenced along with var ID

Study containing this variable

Red p-value if significant difference in variable values between cases and controls

Statistical summary separated by all 
subjects, just cases, and just controls



Variable Report (continued)



Variable Report (continued)

Parts of documents that help to describe the variable

Link to view the entire document from 
which this document part comes

All of the variables that have been annotated
with this document part

Scroll down to read the document part



Document Report

Unique stable document identifier
Version of document that should always be referenced along with document ID

Study containing this variable

Link to view entire document as webpage

Link to view entire document as a PDF 
that can be saved or printed

Link to variable reports that have been 
associated with this document



Document (HTML)

Table of Contents autogenerated from XML

Link to PDF



Document (PDF)



Analysis Report

Unique stable analysis identifier
Version of analysis that should always be referenced along with analysis ID

Study associated with this analysis; could be multiple studies

Link to variable analyzed; could be derived or raw variable

Description of this analysis

Statistical method used in this analysis

Dynamic genome browser 
of analysis results



Analysis Browser
Use the slider to filter the threshold p-value; all chromosomal bins with a significance level below this threshold turn white

Chromsomes are divided into 2 megabase bins 
and color-coded by the most significant 
association for a marker in that bin



Analysis Browser (continued)

Collapse all tracks

Expand tracks

Digit in bin specifies the number of markers tested in the analysis

Tracks that 
can be added

Notes: 
Mouse over chromosomal bins to scroll through SNP table
Rows highlighted in table correspond to SNPs in the bin that the mouse is over

Associated gene

Lines represent association 
for SNP markers



Analysis Browser (continued)

STS track

RefSeq track

Gene track

Marshfield 
map

deCODE map



Apply for Access to Individual 
Data

• Rules will be specific to each study and 
can be found on the study page along with 
forms that may need to be filled out and 
contact information to the study Data 
Access Committee (DAC)
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